Related literature
For the synthesis and structures of related compounds, see: Engelhardt et al. (1985) ; Fu et al. (2007) .
Experimental
Crystal data [Cu 2 (C 2 Table 1 Selected geometric parameters (Å , ).
Cu1-N3 2.050 (7) Cu1-N1 2.135 (6) Cu1-P2 2.279 (2) Cu1-P1 2.283 (2) Cu2-N2 2.060 (6) Cu2-P3 2.239 (2) Cu2-P4 2.251 (2) P2-Cu1-P1 125.82 (9) P3-Cu2-P4 142. 34 (8) Data collection: SMART (Siemens, 1996); cell refinement: SAINT (Siemens, 1996) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 (Farrugia, 1997) and DIAMOND (Brandenburg, 1998) ; software used to prepare material for publication: SHELXTL (Sheldrick, 2008) .
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and N 2 Cu fragments are bridged by bis(diphenylphosphino)methane ligands and form a 1D chain (Fig. 1 ) furtherly linked together through C-H···π to form 2D network (Fig. 2) . Similar compounds were obtained by Fu (Fu et al., 2007 , Engelhardt et al., 1985 . The average Cu-N and Cu-P distances are 2.082 Å and 2.263 Å, respectively, which are within the range of reference (Fu et al., 2007) . And the P-Cu-P angles of 125.82 (9) °, 142.34 (8) ° are larger than 115.85 (9)° (Engelhardt et al., 1985) .
Under nitrogen atmosphere, a mixture of bis(diphenylphosphino)methane (0.386 g, 1 mmol) and [Cu(CH 3 CN) 4 ]BF 4 (0.315 g, 1 mmol) in dichloromethane (30 mL) was stirred for 2 h at room temperature. Then 1,2-di-4-pyridylethene (0.091 g, 0.5 mmol) was added to the solution with stirring. After stirring the resulting solution for another 12 h, the solvents were removed and the residue was obtained. The pale yellow crystals were obtained by slow diffusion of diethyl ether into a dichloromethane solution of the complex.
Refinement
All H atoms were positioned geometrically and refined as riding atoms, with C-H = 0.93, Uiso(H) = 1.2Ueq(C). 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
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